p53_for 5'-AAGGAAATTTGCGTGTGGAGT-3' p53_rev 5'-AAAGCTGTTCCGTCCCAGTA-3' gapdh_for 5'-GCCTCAAGATCATCAGCAATGC-3' gapdh_rev 5'-CCACGATACCAAAGTTGTCATGG-3' p63_for 5'-GAAGAAAGGACAGCAGCATTGAT-3' p63_rev 5'-GGGACTGGTGGACGAGGAG-3'
5'-CAGGTGCTGCATAACTGGAA-3' CCNA2_for 5'-TATTGCTGGAGCTGCCTTTC-3' CCNA2_rev 5'-CTCTGGTGGGTTGAGGAGAG-3' TMEM20_for 5'-GCAAGACGTCCATGCTGTAG-3' TMEM20_rev 5'-GGCGGTAGAACCAAGGACTC-3' CDCA3_for 5'-CCTATGAAGACCAGCAGTGG-3' CDCA3_rev 5'-GTACCCAGAGGCAAGTCCAA-3' qPCR ChiP primers
NOTCH1_for 5'-GCAGTAGAAGGAGGCCACAC-3' NOTCH1_rev 5'-GTGTGTCAACGGCTGGACT-3' CDK9_for 5'-AGAAGCGGAAGGTGAAGGA-3' CDK9_rev 5'-CAGAAGAAGTCGTGGTTGAGG-3' S100A6_for 5'-CACCCACACACCCCAATAAT-3' S100A6_rev 5'-GTGCTCTCTCCTTCCCCTTC-3' C40_for 5'-GGGGATGCTTTTACTCGTTCCA-3' C40 _rev 5'-TCCCCTGTCTTTCCTCCCAAA-3' PVT1-I_for 5'-CGCAGGGACAGGTAGATCAT-3' PVT1-I_rev 5'-CGAGTCAGCCCAGAGGAAT-3' FGFR2_for 5'-AGGTCGTATCCAAAACAAGCAA-3' FGFR2_rev 5'-GGCAGTTCAGTGGTGTGACTC-3' S100A14_for 5'-GAGCACTTGCTTGGGAAGTC-3' S100A14_rev 5'-CTGACCCCTTCTGAGCTACG-3' PVT1-II_for 5'-CCTGTTTTGCCTGTTTACCC-3' PVT1-II_rev 5'-AGTCAGCCCAGAGGAATGC-3' RARG_for 5'-GGCTTCCCTTCTCTTTCATCA-3' RARG_rev 5'-GCGTGCGTGTGTGTTCAT-3' RXRA_for 5'-CCATTCTGCTTCCTCCTCCT-3' RXRA_rev 5'-CTGTTTCCACACCCAGTCCT-3' FANCI_for 5'-AGGAGGGAAGCTGAACCT-3' FANCI_rev 5'-CGGGGTGTACCATGAAGACT-3' FHIT_for 5'-GAGTGGGGAAATGAAACGAA-3' FHIT_rev 5'-GGGCATAAATCGCACAATCT-3'
